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Fig. 1 
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Fig. 2 
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Fig. 3 
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Fig. 4 







anti-integrin 




1 


200^ . 








1500 - 






.Cone, 


1000 . 

500 . 




anti-integrin 
^Linear 


1 


.0 - 




antinntegrin 






1 1 1 1 » 






0 400 800 1200 1600 2000 








sample conc.» ug/ml 





wo 2005/052567 



PCT/US2004/041346 



5/19 

Fig. 6 
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Fig. 6 
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Fig. 7 
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Fig. 8 
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Fig. 9 
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Fig. 10 
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Fig. 12 
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Fig. 13 
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Fig. 14 
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Fig. 15 
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Fig. 16 
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Fig. 17 
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Fig. 18 
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Fig. 19 
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